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Figure 2 
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Figure 3 
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Figure 4 
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Figure 5 
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avChBP-I 60 MRAIiVAIiACVVVSVAVVI GDIQEHGHSYIiKRNVTIENGAC IYERNTLPDGETKAIiHDPCV 239 
MR A V+l I I I V D+QE GH+Y+ +NVT+ENGAC+4-ERN +PDGETKAL+ PCV 

rsChBP-I 61 MRTFGASLFVLIAISVAY CDVQERGHTYVTKNVTVENGACVFERNVIPDGETKA.LNSPCV 240 
MR+ + L H Y V+++KG C + + DG++ + PC 

isChBP-I 1 MRS IVTjWALI ALGGVPLIiMGAANQSHPYG VSFNNGTCTYRNITLRDGDSEPFQYPCE 171 



avChBP-I 240 IATCYAERREVNATLCPNFGVDPGCRVQWTPDGIYPECCPKQV CDGTN 383 
I+TCYA R VN+TLCPNFGV GC V WTPDG YP CCPK VC 

rsChBP-I 241 ISTCYAADRKVNSTLCPNFGVAEGCHVEWTPDGEYPNCCPKHVCPTAPVTS 393 
15 C R + C C +P CC 

isChBP-1 172 YWNCNVTARTLTIEGCG — V PRY GSCIjYVHWYNF YW PLC CRMS RXiC 303 
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Figure 7 
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